
	

https://pudule.godoxevez.com/901179108219208688273427460190208626727070?zasasusavonatewepasesenuniwibobijodozitumezugi=fixijekujelurutepozupeburukamojerilapelezidowemotanufuvakotanefozipafapabixikutusidexevaviwetudasolavevuxiverilunonamowukuvezefedexixapedopelozitanasaresafunukovulezijovewosatujilawopumesotatolerutotirorowikani&utm_term=u+mann+whitney+test+r&jewedowekobemebuvozedapipinofesulaganirilibovebusesasurojiruxesopeboxa=duvubuxodomojajigobanulamujidaxejumalivowemuminazonofemipapazarajofaneratowixudojajuletubugoxiwufomazitedokunofinejapepuwe










U	mann	whitney	test	r

The	Wilcoxon	rank-sum	test	is	a	non-parametric	statistical	method	used	in	R	to	compare	the	medians	of	two	independent	samples.	It	can	be	performed	using	the	`wilcox.test()`	function	from	the	base	"stats"	package.	The	test	assumes	that	the	distributions	have	similar	shapes	or	are	symmetric,	and	it's	used	to	determine	if	the	difference	between	the
medians	of	the	two	populations	is	equal	to	a	certain	value	as	stated	in	the	null	hypothesis.	The	Wilcoxon	rank-sum	test	calculates	the	test	statistic	based	on	the	sum	of	ranks,	which	includes	the	first	sample's	values	minus	the	null	hypothesis	difference	between	medians	and	the	second	sample's	values.	The	test	can	be	used	for	three	different
hypotheses:	two-tailed,	right-tailed,	or	left-tailed.	To	run	a	Wilcoxon	rank-sum	test	in	R,	you	need	to	create	the	data	samples	and	use	the	`wilcox.test()`	function	with	specific	arguments	such	as	`mu`	for	population	difference	between	medians,	`alternative`	for	alternate	hypothesis,	`exact`	for	exact	p-value	calculation,	`correct`	for	continuity
correction,	`conf.int`	for	confidence	interval	inclusion,	and	`conf.level`	for	confidence	level.	A	Wilcoxon	rank-sum	test	object	can	be	created	in	R	by	using	the	`wilcox.test()`	function	with	specified	arguments.	The	output	of	the	test	includes	the	test	statistic,	p-value,	and	confidence	intervals.	Some	common	arguments	used	in	the	`wilcox.test()`	function
include:	*	`x`	and	`y`:	First	and	second	sample	data	values	*	`mu`:	Population	difference	between	medians	in	null	hypothesis	*	`alternative`:	Alternate	hypothesis	as	"greater",	"less",	or	default	"two.sided"	*	`exact`:	Set	to	FALSE	for	normal	distribution	p-value	calculation	*	`correct`:	Set	to	FALSE	for	removing	continuity	correction	*	`conf.int`:	Set	to
TRUE	for	including	confidence	interval	*	`conf.level`:	Level	of	confidence	for	test	and	confidence	interval	The	Wilcoxon	Rank-Sum	Test	(W)	is	used	to	compare	two	independent	samples	(x	and	y)	based	on	their	medians.	The	test	statistic	W	measures	the	difference	between	the	medians,	taking	into	account	the	ranks	of	the	observations.	For	large
samples	(n	>=	50),	a	normal	distribution	approximation	can	be	used	to	determine	the	p-value.	However,	for	small	samples	with	no	rank	ties	(n	<	50	and	t_k	=	1	for	all	k),	an	exact	distribution	of	W	is	used	to	calculate	the	p-value.	The	test	has	several	components:	*	`wrst_object$statistic`:	The	test-statistic	value.	*	`wrst_object$p.value`:	The	P-value,
which	is	the	probability	of	observing	a	test-statistic	at	least	as	extreme	as	the	one	observed,	assuming	that	the	null	hypothesis	is	true.	*	`wrst_object$estimate`:	The	point	estimate	of	the	population	difference	between	medians	when	`conf.int	=	TRUE`.	*	`wrst_object$conf.int`:	The	confidence	interval	when	`conf.int	=	TRUE`.	The	Wilcoxon	Rank-Sum
Test	can	be	used	to	test	the	null	hypothesis	that	the	difference	between	the	population	medians	is	equal	to	0	(H0:	m_x	-	m_y	=	0)	against	the	alternative	hypothesis	that	the	difference	is	not	equal	to	0	(H1:	m_x	-	m_y	≠	0).	The	level	of	significance	is	typically	set	to	α	=	0.05,	which	corresponds	to	a	confidence	interval	of	1	-	α	=	0.95.	In	R,	the
`wilcox.test()`	function	can	be	used	to	perform	the	Wilcoxon	Rank-Sum	Test.	The	Wilcoxon	rank	sum	test,	also	known	as	the	two-sided	test,	was	performed	on	two	datasets:	"data_x"	and	"data_y".	The	default	settings	were	used,	which	means	no	additional	arguments	needed	to	be	specified.	The	test	compared	the	medians	of	the	two	groups	and
determined	that	there	was	a	significant	difference	between	them	(p-value	=	0.8874).	However,	when	using	exact	distribution	or	normal	distribution	methods,	p-values	may	differ.	To	perform	this	test	in	R,	you	can	use	the	`wilcox.test()`	function	with	default	settings,	as	shown:	`wilcox.test(data_x,	data_y)`.	Alternatively,	you	can	specify	additional
arguments	such	as	confidence	intervals	and	levels	of	significance.	The	USJudgeRatings	dataset	was	used	to	test	whether	the	median	of	"INTG"	(independent	variables)	is	significantly	different	from	that	of	"CONT"	(control	group).	The	null	hypothesis	stated	that	the	population	medians	were	equal	to	0,	while	the	alternative	hypothesis	stated	that	they
were	not.	The	level	of	significance	was	set	at	0.1,	which	meant	a	confidence	level	of	90%.	A	statistical	test	was	conducted	to	determine	if	there's	a	significant	difference	in	the	medians	between	two	variables,	"PHYS"	and	"ORAL".	The	null	hypothesis	suggested	that	the	median	of	"PHYS"	minus	the	median	of	"ORAL"	is	equal	to	0.4,	while	the	alternative
hypothesis	stated	that	it's	greater	than	0.4.	The	test	used	a	non-parametric	method,	known	as	the	Wilcoxon	rank	sum	test,	with	continuity	correction	and	a	confidence	level	of	90%.	The	results	indicated	that	the	p-value	(0.09149)	was	less	than	the	significance	level	of	0.1,	leading	to	the	rejection	of	the	null	hypothesis.	Furthermore,	the	90%	confidence
interval	was	outside	the	specified	range,	further	supporting	the	rejection.	Another	test	was	conducted	on	a	different	pair	of	variables,	"PREP"	and	"FAMI",	with	a	smaller	sample	size.	This	time,	the	test	used	a	left-tailed	test	with	an	alpha	level	of	0.05,	comparing	the	medians	of	"PREP"	and	"FAMI".	The	results	showed	that	the	p-value	was	less	than	the
significance	level,	leading	to	the	rejection	of	the	null	hypothesis.	In	both	cases,	the	statistical	tests	suggested	that	there's	a	significant	difference	in	the	medians	between	the	two	variables,	indicating	that	one	variable	has	a	higher	median	value	than	the	other.	To	determine	if	there	is	a	significant	difference	in	the	population	medians	of	two	groups,	we
conducted	a	Wilcoxon	rank-sum	test	using	R.	The	level	of	significance	was	set	at	α	=	0.05,	which	means	the	confidence	level	was	1	-	α	=	0.95.	The	results	showed	that	the	p-value	(0.4553)	was	greater	than	the	level	of	significance,	so	we	failed	to	reject	the	null	hypothesis	that	the	population	medians	of	the	two	groups	were	equal.	The	95%	confidence
interval	for	the	difference	in	medians	was	(-∞,	0.3000546],	which	also	supported	the	null	hypothesis.	To	calculate	the	test	statistic	and	z-value,	we	used	the	wilcox.test()	function	in	R.	We	then	calculated	the	p-value	using	a	normal	approximation,	which	resulted	in	a	two-tailed	p-value	of	0.3551.	For	comparison,	we	recalculated	the	test	statistic	and	z-
value	manually	to	verify	the	results.	The	z-value	was	calculated	using	the	formula:	z	=	(W	+	c)	-	(nx*ny)/2	/	√((nx*ny)/12	*	((n+1)	-	∑(t_k^3-t_k)/(n*(n-1))))	where	W	is	the	test	statistic,	nx	and	ny	are	the	sample	sizes,	and	t_k	is	the	rank	of	each	data	point.	The	z-value	was	0.9246861,	which	we	used	to	calculate	the	p-value	using	a	normal	approximation.
The	one-tailed	p-values	were	also	calculated	for	right-tail	(P(Z>z)	=	0.3551292)	and	left-tail	(P(Z


